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Objectives

• Cervical cancer rates vary across the world and within 
countries 

• Reasons for this variability:
• access to screening, 
• quality of screening, 
• potential differences in susceptibility to HPV by race 

and ethnicity 
• relative virulence of HPV genotypes. 



FROM ALTS Regarding Race

The two most common classifications of race and ethnicity in the study 
population were White, non-Hispanic (59%) and African-American (32%). 
Comparing these two groups, African-American women had a higher risk 
of persistence of HPV infections (OR1.16; 95% CI: 1.01–1.32). 

Predictors of human papillomavirus persistence among women
with equivocal or mildly abnormal cytology Int. J. Cancer: 126, 684–691 (2010)



de Sanjose etal Lancet Infect Dis 2007; 7:453–59 HPV in NILM
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METHODS

≥ 25 study population (29,489)

27,365 subjects were grouped by age, race (African American (AA) vs
White (W)) or Ethnicity (Hispanic (H) vs Not Hispanic (NH))

5,392 have per protocol colposcopic assessment. NILM & HPV double 
negative subjects (21,973) are assumed to have ≤CIN2.

Assay performance and prevalence of CIN2+ and CIN 3+ for each 
group were determined
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Subject Demographics



RESULTS

The population was 18%AA, 79%W, 19.9%H and 80.1%NH.

HPV prevalence decreases with age but varied by group; 

AA(14.2%) > H(11.3%) >W(9.5%). 

The assay sensitivity did not vary among groups

Of the 2845 HPV+ subjects: 

HPV16 is 38% more common(MC) in W vs. AA, 

HPV 18 is 50% and HPV 33_58 is 98% MC in AA vs. W. 

HPV 31 is 44% MC in H vs. NH 

HPV 52 is 33% MC in NH vs H. (Table Appended)
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CIN3+ risk by genotype, race, and ethnicity 



RESULTS

Genotype predicted risk of CIN2+ and CIN 3+. 

For CIN3+ the risk varied ~10 fold (20% to 1.7%) with 16 > 31 > 18 > 52 
> 33_58 > 45 > 39_68_35 >59_56 > 66>51. 
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CONCLUSION

In a US screening population of women ≥25, HPV 
genotype is the primary driver of CIN2+/CIN3+ risk. 


